SCORE Search Results Details for Application 10776773 and Search Result 20061206_1... Page 5 of 39 



Db 


1921 


Qy 


1981 


Db 


1981 


Qy 


2041 


Db 


2041 


Qy 


2101 


Db 


2101 


Qy 


2161 


Db 


2161 


Qy 


2221 


Db 


2221 



1921 TCACCGCAGG AG AAG AT ACAAAAAG AAAC AAG TAG ATG AG C AAATG AG AG ACAAC AGTC C 1980 



I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I 1 1 1 1 1 1 



CTCTG C CTC ACTCTATG AAC AG CAC ATGGG AG C CC ACG AAG AG CTG AAGTT AATGG AAAC 2100 

i ii nil ii i! ii 1 1 iii iiiii ii ii ii ii ii mini ii ii mi in ii ii in 1 1 

CTCTG C CTCACTCTATG AAC AG CAC ATGGG AG CCCACG AAG AG CTG AAGTTAATGG AAAC 2100 



1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 E 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 f I M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 M 



MMMMMMMMMMIMMMIMMMMMMMIMMIMMMMIMI 



MM 



RESULT 2 
US-10-776-773 
Sequence 70 



■70 



Application US/10776773 
Publication No. US2005020803 9A1 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 



Jakobovits , Aya 
Morrison, Robert Kendall 
Raitano, Arthur B. 
Challita-Eid, Pia M. 
Perez-Villar, Juan J. 
Morrison, Karen Jane Meyrick 
Faris, Mary 
Ge , Wangmao 

Gudas, Jean \ 
Kanner, Steven B. 

Nucleic Acids and Corresponding Proteins 
Named 158P1D7 Useful in the Treatment and Detection of 
Bladder and Other Cancers ^ 
FILE REFERENCE: 51158-20050.20 \ 
CURRENT APPLICATION NUMBER : . US/10/776 , 773 \ 
CURRENT FILING DATE: 2 004-02-10 v 
PRIOR APPLICATION NUMBER: US 10/280,340 \ 
PRIOR FILING DATE: 2002-10-25 \ 
PRIOR APPLICATION NUMBER: US 10/277,292 \ 
PRIOR FILING DATE: 2002-10-21 \ 
PRIOR APPLICATION NUMBER : US 09/935, 430 N 
PRIOR FILING DATE: 2001-0 8-22 \ 
PRIOR APPLICATION NUMBER: US 60/446,633 \ 
PRIOR FILING DATE: 2003-02-10 \ 
PRIOR APPLICATION NUMBER: US 60/227,098 \ 
PRIOR FILING DATE: 2000-08-22 
PRIOR APPLICATION NUMBER: US 60/282,739 
PRIOR FILING DATE: 2001-04-10 
NUMBER OF SEQ ID NOS : 113 
SOFTWARE: FastSEQ for. Windows Version 4. 
SEQ ID NO 70 
LENGTH: 222 8 
TYPE: DNA 

ORGANISM: Homo. sapiens 
US-10-776-773-70 



Query Match 100.0%; Score 2228; DB 10; Length 2228; 

Best Local Similarity 100.0%; Pred. No. 0; 

Matches 222 8; Conservative 0; Mismatches 0; Indels 0; 



Gaps 



Qy 



Db 



1 TCGGATTTCATCACATGACAACATGAAGCTGTGGATTCATCTCTTTTATTCATCTCTCCT 60 

1 1 1 1 1 M 1 1 1 ] I ! I M I ! ! 1 1 ! 1 1 1 1 M M t M 1 1 M 1 1 1 M ! 1 1! I! M 

1 TCGGATTTCATCACATGACAACATGAAGCTGTGGATTCATCTCTTTTATTCATCTCTCCT 60 



Qy 



Db 



61 TGCCTGTATATCTTTACACTCCCAAACTCCAGTGCTCTCATCCAGAGGCTCTTGTGATTC 12 0 

1 1 1 1 1 1 1 M M 1 M M 11 1 f 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M f I f 1 1 1 M 1 1 1 1 1 1 1 II 1 1 1 1 1 

61 TGCCTGTATATCTTTACACTCCCAAACTCCAGTGCTCTCATCCAGAGGCTCTTGTGATTC 120 
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1081 
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Qy 


1141 


Db 


1141 


Qy 


1201 


Db 


1201 



TCTTTGCAATTGTGAGGAAAAAGATGGCACAATGCTAATAAATTGTGAAGCAAAAGGTAT 180 

III II II III! II llllll II MM II IIIIIIUIIIIIIIIIMIIIIII.III II III 

TCTTTG CAATTGTG AGG AAAAAG ATGG C ACAATGCT AATAAATTGTG AAG C AAAAGG TAT 180 



1 1 1 : 1 ' 1 1 1 1 1 : 1 1 1 1 1 - 1 : 1 1 II 1 1 1 1 1 1 1 1 ; I ' I J 1 1 1 r I M 1 1 1 1 1 1 1 1 1 1 1 : 1 1 1 



TAACGGCTTGACGATGCTTCACACAAATGACTTTTCTGGGCTTACCAATGCTATTTCAAT 3 00 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 

TAACGGCTTGACGATGCTTCACACAAATGACTTTTCTGGGCTTACCAATGCTATTTCAAT 300 
AC AC CTTGG ATTT AAC AAT ATTG CAG AT ATTG AG ATAGGTG C ATTT AATGG C CTTGG C CT 3 60 

1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 1 II 1 1 1 I'll II 1 1 1 1 1 II 1 1 1 II II 1 1 1 1 1 1 

AC AC CTTGG ATTTAAC AAT ATTG CAG AT ATTG AG ATAGGTGC ATTTAATGG C CTTGG CCT 3 60 
CCTGAAACAACTTCATATCAATCACAATTCTTTAGAAATTCTTAAAGAGGATACTTTCCA 4 2 0 

imillllljill III 1 1 llllll Mil III 1 1 II II II Mil lllllll I III llll I 
cctgaaacaa!cttcatatcaatcacaattctttagaaattcttaaagaggatactttcca 4 2 0 

TGGACTGGAAAa\ctGGAATTCCTGCAAGCAGATAACAATTTTATCACAGTGATTGAACC 4 80 

I II IMI II 1 1 lf\l MMMIMI IMMI II M I MM MM II II Ml II M Ml 1 1 

TGGACTGGAAAACCTGGAATTCCTGCAAGCAGATAACAATTTTATCACAGTGATTGAACC 4 80 
AAGTGCCTTTAGCAAGCTCAACAGACTCAAAGTGTTAATTTTAAATGACAATGCTATTGA 54 0 

1 1 1 1 1 1 1 1 M I M 1 1 1 1 INII 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 llllll II Mill MM 

AAGTGCCTTTAGC AAG CTCAACAGACTCAAAGTGTTAATTTTAAATG ACAATGCT ATTG A 54 0 
GAGTCTTCCTCCAAACATCTTOSGATTTGTTCCTTTAACCCATCTAGATCTTCGTGGAAA 600 

II 1 1 II 1 1 II II II II II IMMN MM MM MMIM I II ! Mill I, MM I M M 

GAGTCTTCCTCCAAACATCTTCCGATTTGTTCCTTTAACCCATCTAGATCTTCGTGGAAA 600 
TCAATTACAAACATTGCCTTATGTTGGTTTTCTCGAACACATTGGCCGAATATTGGATCT 660 

III II II III llll llll I II M IMMMIM MMIM IMI MM MM III M II I 

TCAATTACAAACATTGCCTTATGTTGGTTTTCTCGAACACATTGGCCGAATATTGGATCT 660 
TCAGTTGGAGGACAACAAATGGGCCTGCAATTGTGACTTATTGCAGTTAAAAACTTGGTT 72 0 

ii ii 1 1 1 1 1 1 ii ii ii ii 1 1 1 1 1 1 1 1 1 1 1 ii mj i ii ii 1 1 1 1 ii ii 1 1 1 ii 1 1 1 1 1 m 

TCAGTTGGAGGACAACAAATGGGCCTGCAATTGTGACTTATTGCAGTTAAAAACTTGGTT 720 



\ 



GG AG AAC ATG C CTCC AC AGTCTATAATTGGTG ATGTTGTCTGC AACAG C CCTCCATTTTT 780 

1 1 1 1 1 II I II 1 1 1 1 II II 1 1 1 1 II I II 1 1 II II 1 1 1 1 Kl 1 1 1 1 1 II 1 1 1 1 1 II II 1 1 1 M 

GGAGAACATGCCTCCACAGTCTATAATTGGTGATGTTGTCTGCAACAGCCCTCCATTTTT 780 
T AAAGG AAG TATACTC AGT AG ACTAAAG AAGG AATCTATTTG C CCT ACTCCAC C AGTGTA 84 0 

I II llll II I I III Mil lllllll llll II II II I 111! INI lllllll llll I II! I 

T AAAGG AAGTATACTC AGT AG ACTAAAG AAGG AATCTATTTGC CCT ACTCCAC C AGTG TA 84 0 
TGAAGAACATGAGGATCCTTCAGGATCATTACATCTGGCAGCAACATCTTCAATAAATGA 900 

III II II II I III 1 1 II I lllllll II INI M IN IMM || || II I II II II Ml II 



TAGTCGCATGTCAACTAAG ACCACGTCCATTCTAAAACTACCCACCAAAGCACCAGGTTT 960 

I II II II II 1 1 II 1 1 llllll II II II II II II II I llll II II II II Hill II III II 

TAGTCGCATGTCAACTAAG ACCACGTCCATTCTAAAACTACCCACCAAAGCACCAGGTTT 960 
G ATACCTTATATTAC AAAG C CATCC ACTC AACTTC C AGG AC C TTACTG C CCT ATTC CTTG 102 0 

III II II llllll llllll II MM lllllllll II llll II II MM II lllllll III 

GATACCTTATATTACAAAGCCATCCACTCAACTTCCAGGACCTTACTGCCCTATTCCTTG 102 0 
TAACTG CAAAGTC CT ATC CC CATC AGG ACTTCTAATAC ATTGTC AGG AG CG C AAC ATTG A 1080 

I II II II II 1 1 II 1 1 II 1 1 II II II llll MM III il II II II llll III I III II ifl 

TAACTGCAAAGTCCTATCCCCATCAGGACTTCTAATACATTGTCAGGAGCGCAACATTGA\ 1 0 8 0 

\ 

AAGCTTATCAGATCTGAGACCTCCTCCGCAAAATCCTAGAAAGCTCATTCTAGCGGGAAA 114 0 

IIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIIMIIIIIIIIIIIIIIIIIIIIIIII ; 

AAGCTTATCAGATCTGAGACCTCCTCCGCAAAATCCTAGAAAGCTCATTCTAGCGGGAAA 114 0 
TATTATTCACAGTTTAATGAAGTCTGATCTAGTGGAATATTTCACTTTGGAAATGCTTCA 12 00 

llll II MIIMMIIMMIMMIIIIIIMMIMM llll llllll lllllllll I 

TATTATTCACAGTTTAATGAAGTCTGATCTAGTGGAATATTTCACTTTGGAAATGCTTCA 12 00 
CTTGGGAAACAATCGTATTGAAGTTCTTGAAGAAGGATCGTTTATGAACCTAACGAGATT 1260 

MMMMI I MM MM MMMMMMMI MMMMMM IMM I I IMM II I 

CTTGGGAAACAATCGTATTGAAGTTCTTGAAGAAGGATCGTTTATGAACCTAACGAGATT 1260 
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ACAAAAACTCTATCTAAATGGTAACCACCTGACCAAATTAAGTAAAGGCATGTTCCTTGG 13 2 0 

I MM III I Mil Mil Mil I lllllllll Illlllll 1 1 III Nil I II 1 1 III II I! 

ACAAAAACTCTATCTAAATGGTAACCACCTGACCAAATTAAGTAAAGGCATGTTCCTTGG 13 2 0 



I f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 M I i 1 1 1 1 1 1 1 1 1 1 1 



AACCTTTAATCCAATGCCTAAACTTAAAGTCCTGTATTTAAATAACAACCTCCTCCAAGT 144 0 

I i 1 1 1 1 1 1 1 1 i 1 1 1 i 1 1 1 1 1 1 1 1 1 ) l i 1 1 k 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 ) I ! I i 1 1 1 1 1 1 1 1 1 1 

AACCTTTAATCCAATGCCTAAACTTAAAGTCCTGTATTTAAATAACAACCTCCTCCAAGT 144 0 
TTTACCACCACATATTTTTTCAGGGGTTCCTCTAACTAAGGTAAATCTTAAAACAAACCA 1500 

lllllll MUM II Mill! II IIIIIIMIMM I! HUM :l illll 1 I M Mil 

TTTACCACCACATATTTTTTCAGGGGTTCCTCTAACTAAGGTAAATCTTAAAACAAACCA 1500 
GTTTACC C ATCT ACCTGTAAGT AATATTTTGG ATG ATCTTG ATTT ACTAACC C AG ATTG A 1560 

iiiii i\n iiiiini mm iniiini n mm iniiiin ii iiiiiii n mi 

GTTTAC CCATCTAC CTGTAAGTAATATTTTGG ATG ATCTTG ATTT ACTAACC C AG ATTG A 1560 
CCTTGAGGATAACCCCTGGGACTGCTCCTGTGACCTGGTTGGACTGCAGCAATGGATACA 1620 

I II II II II II l\l 1 1 1 1 1 1 1 II II I M 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 M 1 1 1 1 II 1 1 

CCTTGAGGATAACCCCTGGGACTGCTCCTGTGACCTGGTTGGACTGCAGCAATGGATACA 162 0 
AAAGTTAAGCAAGAACACAGTGACAGATGACATCCTCTGCACTTCCCCCGGGCATCTCGA 16 80 

1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 I M 1 1 1 1 1 1 1 ! I ! M I M ! 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 M M I 

AAAGTTAAGCAAGAACACAGTGACAGATGACATCCTCTGCACTTCCCCCGGGCATCTCGA 1680 
CAAAAAGGAATTGAAAGCCCTAAATAGTGAAATTCTCTGTCCAGGTTTAGTAAATAACCC 174 0 

M M M II I II I II II II II 1 1 \\\ 1 1 1 1 1 M II 1 1 1 1 1 1 II II 1 1 1 1 II 1 1 M 1 1 1 II 

C AAAAAGG AATTG AAAG C C CT AAATAGTG AAATTCTCTGTCCAGGTTTAG TAAAT AAC CC 174 0 
ATCCATGCCAACACAGACTAGTTACCTTATGGTCACCACTCCTGCAACAACAACAAATAC 1800 

1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 n n 1 1 1 1 h \ 1 1 1 1 1 1 n i n n 1 1 n r i n i n 1 1 1 n 

ATCC ATG C C AAC AC AG ACTAGTTACCTTATGGTC AC C ACTCCTG C AAC AACAAC AAAT AC 1800 

\ 

GGCTGATACTATTTTACGATCTCTTACGGACGCTGTGCCACTGTCTGTTCTAATATTGGG 1860 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ki 1 1 i I i i 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 

GGCTGATACTATTTTACGATCTCTTACGGACGCTGTGCCACTGTCTGTTCTAATATTGGG 1860 
ACTTCTGATTATGTTCATCACTATTGTTTTCTGTGCTGCAGGGATAGTGGTTCTTGTTCT 192 0 

i m i ii n 1 1 1 ii n 1 1 1 1 1 n n 1 1 m ii ii 1 1 1 1 1 i\i 1 1 m n n 1 1 1 1 n ii 1 1 1 1 

ACTTCTGATTATGTTCATCACTATTGTTTTCTGTGCTGCAGGGATAGTGGTTCTTGTTCT 192 0 

TC AC CG C AGG AG AAG ATAC AAAAAG AAACAAGT AG ATG AGC AAATG AG AG AC AAC AGTC C 1980 

I I I I I II I I II I I I I I I II I I I I I I I I I I I I I M M M I I I I l\l I I I I II I I I II I I I I I 

TC ACCG CAGGAG AAG ATAC AAAAAG AAACAAGT AG ATG AG CAAATG AG AG AC AAC AGTC C 1980 

\ 

TGTGCATCTTCAGTACAGCATGTATGGCCATAAAACCACTCATCACACTACTGAAAGACC 2 04 0 

lllllll MIIIMMIII IMIIIIIIIIIIIIIMI llllll IMIIIMIII Mil 

TG TG C ATCTTC AGT ACAGC ATGTATGG C C AT AAAAC C ACT CATC AC ACT ACTG AAAG AC C 2 04 0 
CTCTGCCTCACTCTATGAACAGCACATGGGAGCCCACGAAGAGCTGAAGTTAATGGAAAC 2100 

1 1 1 1 1 II 1 1 1 1 1 1 1 1 II M 1 1 M 1 1 II 1 1 M 1 1 II I M M II II 1 1 II I \\ lllllllll 

CTCTGCCTCACTCTATGAACAGCACATGGGAGCCCACGAAGAGCTGAAGTTAATGGAAAC 2100 

\ 

ATTAATGTACTCACGTCCAAGGAAGGTATTAGTGGAACAGACAAAAAATGAGTATTTTGA 2160 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 IM1 1 1 1 1 

ATT AATGTACTC ACGTC CAAGG AAGG TATTAGTGG AAC AG AC AAAAAATG AGT ATTTTG A 2160 
AC TT AAAG CT AATTTAC ATG CTG AACCTG ACT ATTT AG AAGTCCTGG AGC AG C AAAGAT A 2220 

I M 1 1 1 1 M II II M I II II II I II 1 1 II II 1 1 1 1 1 1 II 1 1 II II M 1 1 1 1 1 1 1 II \U I 

AC TT AAAG CT AATTTAC ATG CTG AACCTG ACTATTTAG AAGTCCTGG AG CAG C AAACATA^ 22 2 0 

GATGGAGA 222 8 
Illlllll 



RESULT 3 

US-10-776-773-72 

; Sequence 72, Application US/10776773 

; Publication No. US20050208039A1 

; GENERAL INFORMATION: 

; APPLICANT: Jakobovits, Aya 

; APPLICANT: Morrison, Robert Kendall 
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APPLICANT: Raitano, Arthur B. 
APPLICANT: Challita-Eid , Pia M. 
APPLICANT: Perez-Villar, Juan J. 
APPLICANT: Morrison, Karen Jane Meyrick 
APPLICANT: Faris, Mary 
APPLICANT: Ge , Wangmao 
APPLICANT : Gudas , Jean 
APPLICANT: Kanner, Steven B. 

TITLE OF INVENTION: Nucleic Acids and Corresponding Proteins 
TITLE OF INVENTION: Named 158P1D7 Useful in the Treatment and Detection of 
TITLE OF INVENTION: Bladder and Other Cancers 
file reference: 51158-20050.20 
current application number: us/ 10 /7 76 , 773 
current filing date: 2004-02-10 
prior application number: us 10/280,340 
prior filing date: 20 02-10-25 
prior Application number: us 10/277,292 
prior f^it^ng date: 2002-10-21 
prior application number: us 09/935,430 
prior filing^date: 2001-08-22 
prior application number: us 60/446,633 
prior filing date: 2 003-02-10 
prior application^number: us 60/227,098 
prior filing date: x 2000- 08-22 
prior application number: us 60/282,739 

PRIOR FILING DATE: 2 0o\-04-10 
NUMBER OF SEQ ID NOS : 11^3 
SOFTWARE: FastSEQ for windows Version 4. 
SEQ ID NO 72 
LENGTH: 2 22 8 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-776-773-72 

Query Match 100.0%; Score 2228; DB 10; Length 2228; 

Best Local Similarity 100.0%; Pred\ No. 0; 
Matches 2228; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

TCGGATTTCATCACATGACAACATGAAGCTGTGGATTCATCTCTTTTATTCATCTCTCCT 6 0 

I I I I I I I I I I II I I I I I I I I I I I I I I I II IN I I I I I I I I I I I I I I I I I I II I I I I I I I I 
TCGGATTTCATCACATGACAACATGAAGCTGTGGATTCATCTCTTTTATTCATCTCTCCT 6 0 

\ 

TGCCTGTATATCTTTACACTCCCAAACTCCAGTGCTCTCATCCAGAGGCTCTTGTGATTC 12 0 

I I I I I I I I I I t I I I I I I I II I I I I II I I I I I I I I I I' I I I I I I I I I I I I I I I I t I I I I I I I 
TGCCTGTATATCTTTACACTCCCAAACTCCAGTGCTCTCATCCAGAGGCTCTTGTGATTC 120 

\ 

TCTTTG C AATTGTG AGG AAAAAG ATGG C AC AATG CT AATAAATTGTG AAG CAAAAGGT AT 180 

M MMMMM MMM M MMM MMI I! II I I II MUM M M M M Ml II M 

TCTTTG CAATTGTG AGG AAAAAG ATGG C AC AATG C T AATAAATTGTG AAGCAAAAGGTAT 180 
CAAGATGGTATCTGAAATAAGTGTGCCACCATCACGACCTTTCCAACTAAGCTTATTAAA 24 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 m M 1 1 1 1 1 1 1 1 1 M M 1 1 1 1 MNm II 1 1 1 1 1 1 1 1 1 

CAAG ATGGT ATCTG AAATAAG TGTG C CAC CATC ACGACCTTTC CAACTAAG CTT ATT AAA 24 0 



Qy 
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Db 
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Qy 


61 


Db 


61 


Qy 


121 


Db 


121 


Qy 


181 


Db 


181 


Qy 


241 


Db 


241 


Qy 


301 


Db 


301 


Qy 


361 


Db 


361 


Qy 


421 


Db 


421 


Qy 


481 


Db 


481 


Qy 


541 



\ 



TAACGGCTTGACGATGCTTCACACAAATGACTTTTCTGGGCTTACCAATGCTATTTCAAT 3 00 

I I I I II I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I fk! I I I I I I I I 
TAACGGCTTGACGATGCTTCACACAAATGACTTTTCTGGGCTTACCAATGCTATTTCAAT 300 



\ 



360 



M MMMI II 1 1 II I! MM II II IMIM MMMI II 1 1 M II M M MMMI Ml 

3 01 AC AC CTTGG ATTTAAC AAT ATTG C AG AT ATTG AG ATAGGTG C ATTTAATGG CCTTGG C CT 3 60 

\ 

CCTGAAACAACTTCATATCAATCACAATTCTTTAGAAATTCTTAAAGAGGATACTTTCCA 4 2 0 

I II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 



TGG ACTGG AAAAC CTGG AATTCCTG CAAG CAG AT AAC AATTTT ATC AC AGTG ATTG AAC C 4 80 

II II III I II II II MMMM II II II MM IMMMM MMM MMI II Ml M I v 

TGG ACTGG AAAACCTGGAATTCCTGCAAGC AG ATAAC AATTTT ATC AC AGTG ATTG AAC C 4 80 

AAGTG CCTTT AG CAAG CTC AAC AG AC TC AAAGTGTTAATTTTAAATG ACAATG CTATTG A 54 0 

MIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 

AAGTG CCTTTAG CAAG CTC AACAGACTC AAAGTGTTAATTTTAAATG AC AATG CTATTG A 54 0 

541 GAGTCTTCCTCCAAACATCTTCCGATTTGTTCCTTTAACCCATCTAGATCTTCGTGGAAA 60 0 

M MMMI! II MMMMMMM II M I MMI Ml II II II 1 1 M MMMI II M 
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